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Objectives
 Replace current assay data transfer process

 Couple assay-specimen-clinical data

 Provide real-time QC

 Provide assay-clinical data visualization

 Provide repository for merged assay-clinical data



Current Status
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 Specimen tracking data is auto-loaded nightly
 Customized lab data import modules complete:

 Lab uploads formatted forcumulative or incremental 
transfers with downloadable templates

 Data is QCed against sampleminded data in real-time
 Labkey immediately reports discrepancies requiring

resolution in listing and heat map

 Specimen status summarized in “consort diagram”

 Lab data not “published” until all queries resolved

 All uploaded versions maintained as an audit trail



Current Status (cont.)
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 Data visualization features include:
 Labs can easily see what data issues there are in their 

specimen inventory that need theirattention

 Lab assay data can be filtered, sorted and viewed in 
charts and figures, and many are interactive

 Exampleclinical data can be merged and visualized in a
variety of exploratory data analysis formats



AFull-Service CRO



AFull-Service CRO



AFull-Service CRO



AFull-Service CRO



AFull-Service CRO



AFull-Service CRO



AFull-Service CRO



AFull-Service CRO



AFull-Service CRO



AFull-Service CRO



AFull-Service CRO



Next Steps
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 Migrate all central labs on active trials to Labkey
 Complete implementation of auto-loading of clinical 

analysis data sets
 Form a working group to develop guidelines and 

specifications forexploratory and end-of-study 
analyses of merged study data

 Develop and implement data visualization features
following working group guidelines

 Develop support for ancillary studies by 
permitting queries for samples based on clinical 
phenotypes across studies
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